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Introduction: It was necessary to identify Data Elements (DEs) clinicians used and make them 
interoperable to build an Electronic Health Record that all clinicians can use for clinical decision 
making, minimising repetitive clinical exams, ancillary testing, unnecessary radiation exposure, 
etc.  

Methods: Scopus, MEDLINE and ScienceDirect databases in the English language were 
searched from 2010 to 2020. Search terms were identified by a simple MEDLINE search. 
Researchers and an independent reviewer looked at the terms and 12 were chosen. Systematic 
reviews, randomised controlled trials, non-controlled interventions, service evaluations, case-
control studies, case studies, questionnaire surveys and qualitative research were included. After 
the search, titles and abstracts were extracted to Zotero. Two reviewers looked at the titles and 
abstracts separately for inclusion. The two reviewers addressed and resolved disagreements. If 
agreement could not be reached, a third reviewer was consulted. Checklists based on CASP 
(Critical Appraisal Skill Programme) were used to assess the quality of each included study. The 
protocol for systematic review was established and documented in PROSPERO. 
https://www.crd.york.ac.uk/PROSPERO/display_record.php?RecordID=209423 

Results: Five hundred and thirty DEs were identified initially. Twenty three duplicates were 
removed. The researcher and a group of two health informaticians checked the remaining 506 
DEs. Ontology mapping and semantic duplicates were eliminated. Disputes have been settled, 
and agreement consensus has been reached. The final list included 187 DEs.  

Conclusions: Many health information systems (HIS) are used in primary care. The majority of 
HIS operates in silos. Different DEs collected the same value. If DEs adhere to a common 
agreed-upon structure, the HIS can make the information we generated interoperable. 
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Introduction: Chronic kidney disease of unknown aetiology (CKDu) is an important health 
burden in Sri Lanka. Prevalence of CKDu has increased alarmingly during the recent past. 
Multiple causative factors appear to be involved in its aetiology. This study was done to 
determine any association between selected glucose-6-phosphate dehydrogenase (G6PD) gene 
variants and CKDu in the Sri Lankan population. 

Methods: Samples were collected from CKDu patients attending the Teaching Hospitals of 
Kandy/Anuradhapura, using probability sampling methods. A total of 180 CKDu patients and 
283 healthy controls were recruited (case:control for males 1:1; for females 1:3). Genotyping 
of 12 single nucleotide polymorphisms (SNPs) located in/near the G6PD gene was done 
commercially. Three SNPs were monomorphic and excluded from further analysis. The 
remaining nine SNPs were analysed separately for males and females, and the association of 
each SNP with the CKDu status was determined. Significant genotypes found among females 
were analysed further.  

Results: The majority of CKDu cases were male (n=133; 73.9%) and over 40 years of age 
(n=147; 81.6%). None of the nine SNPs analysed were significantly different between cases 
and controls in males (p>0.05). However, in females, six of these SNPs (rs766420, rs2071429, 
rs2230037, rs4898389, rs5986877, rs7879049) significantly differed between CKDu cases and 
controls (p<0.05), with heterozygotes being significantly greater among the control group 
(p<0.05).  

Conclusions: Males in older age groups were the most affected by CKDu. Six SNPs seemed 
to offer protection (either individually or collectively) to heterozygous females against CKDu 
in this population. Further studies with larger sample sizes are warranted to provide more robust 
information on the genetic effects of these SNPs on CKDu. 
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