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Noise at the dental setup has an adverse effect on the hearing ability of the dentists. This study 
aimed to determine the prevalence of hearing loss among dental practitioners and to identify 
the demographic and service-related factors associated with hearing loss among dental 
practitioners working at dental institutions in Sri Lanka.  
A descriptive cross-sectional study was designed to include 155 dental professionals working 
at three dental institutions in Sri Lanka; the National Dental Hospital (teaching)- Colombo, 
Dental Teaching Hospital-Peradeniya, and Institute of Oral Health- Maharagama. Data were 
collected through an interviewer-administered questionnaire which obtained information on 
auditory symptoms, demographic and work-related data and a standard hearing assessment; 
Pure Tone Audiometry where hearing threshold >15dB is considered as having a loss. 
Descriptive statistics and regression analysis were used to analyse data.  
Participants were in 25- 60 age range. Majority consisted of females, working 6 days per week 
and attached to restorative dentistry. Work experience ranged from 1 – 37 years. Only 39.4% 
of dentists were reported to get exposed to loud sounds apart from dentistry. According to the 
hearing test, 70% of the dentists in the present study were found to have a hearing loss at least 
in one ear, where left ears were affected more. However, irrespective of the ears, having a 
normal hearing or hearing loss at hearing thresholds of 6kHz was noted to be poorer, while 
relatively better hearing in lower frequencies which is characteristic of hearing loss due to noise 
exposure. The proportion of dentists who experienced tinnitus and difficulty in speech 
recognition was 14%, while 21% reported difficulty in the following speech only when there 
is background noise. Age, work experience, specialization in general dentistry, and perceived 
speech recognition difficulty were significantly associated with hearing loss. More than 10 
years of work experience and perceived speech recognition difficulty in noise were significant 
indicators of existence of hearing loss in both ears.  
Dentists attached to the three dental institutes are at risk of developing hearing loss. It is 
recommended to conduct annual hearing check-ups and take necessary measures to reduce 
exposure to noise in the dental setup. 
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Bacterial contamination of raw milk is a major concern worldwide in public health and 
economic viewpoint. Raw milk is highly susceptible to changes in temperature and humidity 
of the environment. The impact of tropical climatic conditions on the bacterial communities in 
raw milk has not yet been broadly examined. Therefore, this study was conducted to evaluate 
the bacterial composition of raw cattle milk produced in Sri Lanka, an island country located 
near the equator with year-round warm weather and considerable moisture. Ninety raw milk 
samples were collected from 18 dairy farms representing all three climatic zones of the country 
(wet, dry and intermediate zones) divided based on the rainfall distribution. Bacterial DNA 
extraction and purification was performed using Milk Bacterial DNA Isolation Kit as per the 
manufacturer’s instructions. PCR amplification was carried out targeting the V3 and V4 
regions of the 16S rRNA gene. Metagenomic sequences were obtained using IlluminaMiSeq 
platform at the Massey Genome Services (New Zealand).  The operational taxonomic units 
(OTUs) clustering and classification at several taxonomic levels were performed using QIIME2 
(version 2019.1) and Phyloseq (an R package). The OTUs belonged to 23 bacterial phyla, 110 
orders, 381 genera, and 348 known species. Milk microbiota in terms of relative abundance 
(RA) was reported at the phylum, genus and species levels. The core microbiome was 
predominated by Firmicutes (48.33%) followed by Proteobacteria (22.66%), Actinobacteria 
(15.33%), Bacteroidetes (11.22%) and TM7 (0.91%) phyla. At the genus level, Macrococcus 
(10.30%) was the most abundant followed by Streptococcus (10.24%), Elizabethkingia 
(6.46%), Staphylococcus (3.48%), Enhydrobacter (3.14%), Atopococcus (3.04%), 
Corynebacterium (2.46%), Arthrobacter (2.13%), Kocuria (2.08%), Acinetobacter (1.66%), 
Rothia (1.32 %), Micrococcus (1.14%) and Bifidobacterium (1.01%). The six most abundant 
(RA>1%) bacterial species identified were Streptococcus agalactiae, Staphylococcus 
saprophyticus, Enhydrobacter aerosaccus, Atopococcus tabaci, Kocuria kristinae and Rothia 
nasimurium. The members of S. agalactiae (5.61%), S. saprophyticus (3.48%), E. aerosaccus 
(3.14%) and R. nasimurium (1.06%) are known etiological agents in both human and animal 
diseases. The bacterial taxa diversity identified could be utilized to develop hygiene measures 
targeting the most problematic species. 
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