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Introduction  
Leishmaniasis is caused by a protozoan parasite belonging to the genus Leishmania. The 

disease is transmitted via infective the bite of female phlebotomine sandflies. The disease 

has three clinical presentations depending on the different tissues involved (skin  

cutaneous leishmaniasis (CL), mucous membranes  mucocutaneous leishmaniasis (MCL) 

and internal organs  visceral leishmaniasis (VL). Leishmaniasis is endemic in more than 

90 countries including neighboring countries like India, Bangladesh, Nepal and Pakistan.   

 

CL is prevalent in many parts of Sri Lanka and has become an established disease in the 

country. A few cases of visceral leishmaniasis are also reported and many more cases may 

be awaiting diagnosis. The causative organism of Sri Lankan CL was confirmed as 

Leishmania donovani MON 37.  The true vectors of leishmaniasis in Sri Lanka are still 

under investigation and no concrete evidence has surfaced even though the potential 

vector Phlebotomus argentipes was reported in 1910.  The researchers carried out a field 

study on vector aspects of leishmaniasis in a selected pocket where there were many 

reported cases of CL. The objectives were to describe the distribution of various species of 

sandflies in the area and to identify the true vectors of leishmaniasis in Sri Lanka. 

 

Methodology  

Mamadala GN division, in Hambantota District of Southern Province was selected for the 

study. Sandflies were collected using cattle-baited net traps, light traps and manual 

methods with the help of aspirators for a period of 08 months. The sandflies were 

preserved in 80% ethanol until they were used for further studies.  The male/female 

differentiation and species identification was done using standard keys. Female sandflies 

were further analyzed using PCR to detect Leishmania DNA within them. Positive 

products were later sequenced and compared with the available Gen-Bank data.   
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Results  

Total of 2991(634 female and 2357 males) sandflies were collected. The majority (99%) 

was identified as Phlebotomus argentipes. Rest of the sandflies (1%) were  Sergentomyia 

zeylanica a non human vector of leishmaniasis.   Presence of Leishmania donovani DNA 

was confirmed in 2/634 of female sand flies using PCR. Both sandflies positive for DNA 

were identified as P.argentipes. Further analysis of isolated parasite DNA revealed almost 

100% sequence similarity with regional L. donovani from Bangladesh and India.  

 

Conclusions and recommendations  

Phlebotomus argentipes is the major sandfly species distributed in the study area. Two 

female sandflies that were positive for Leishmania DNA were also P,argentipes.  

Therefore this study provides the first evidence to establish P. argentipes as the disease 

transmitting agent of leishmaniasis in Sri Lanka. Further studies are needed to confirm its 

true vectorial capacity using laboratory and experimental models. 
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